Introduction: Methicillin-resistant Staphylococcus aureus (MRSA) is globally recognized as an important public health problem. Whereas
Introduction
Methicillin-resistant Staphylococcus aureus (MRSA) has been recognised as one of the major causes of nosocomial or hospital acquired infections worldwide [1] . Methicillin resistance is due to the acquisition of genes encoding a unique penicillin-binding protein PVL is associated with CA-MRSA and is linked to skin and soft tissue infections (SSTIs). However, pvl genes have also been detected in However, the molecular characteristics of the MRSA strains were unknown. The aim of this study was to determine the molecular characteristics of MRSA isolated at UTH using SCCmec typing, spa typing and detection of pvl genes.
Methods
Study design and setting: The study was a laboratory-based cross-sectional study conducted at UTH in the Bacteriology Laboratory in the Department of Pathology and Microbiology. The spa types were determined using the software package Bionumerics Spa typing plugin version 7.1 (Bionumerics, Belgium) after in putting the chromatograph sequence files of the isolates. The phylogenetic and minimum spanning trees were also generated using the same software.
PVL genes detection:
To detect the pvl genes, a previously described protocol was followed [27] . A previously known pvl gene positive Staphylococcus aureus isolate was used as a control strain. and the novel spa type. A minimum spanning tree confirmed these relationships (Figure 1 ). PVL genes: the PVL genes were detected in 9.4% of the isolates (3/32).
Results

Staphylococcus cassette chromosome mec types:
Discussion
The present study reports the molecular characteristics of MRSA showed the presence of both motifs 11-19-, (start); followed by motif 05-17-34-; followed by motif 24-34-22; and finally repeat r25 (end). However, spatype t2104 has relatively fewer repeats since it lacks the motifs 05-17-. In addition the repeat sequence of the novel spa type is also very similar to that of spa type t2104. It is worth noting that spa-CC 064 is associated with HA-MRSA 
Conclusion
In conclusion, these data appear to indicate that most of the strains studied may have been hospital acquired and hence the need for close examination of infection prevention and control procedures at UTH. Also, the present study underscores the need for country-wide monitoring of MRSA in both community and hospital settings for infection control.
What is known about this topic
 Methicillin resistance is due to the acquisition of genes encoding a unique penicillin-binding protein (PBP2a) namely mecA and most recently mecC;
 MRSA is one of the major causes of nosocomial infections and has become prevalent in the community.
What this study adds
 The molecular characteristics of MRSA isolates from Zambia have been determined;  One novel spa type has been discovered.
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